
How to install the PME6 sequence databases in MASCOT 
 

Copy the fasta files in your local MASCOT server 
1. Go to sequence folder on your MASCOT server (ej: E:\MASCOT\sequence) 

(note that your local server installation can probably be located in other folder or unit) 
2. Create one folder for each database: E:\MASCOT\sequence\PME6_decoy 
3. Go to each folder and create a subfolder called “current”: 

E:\MASCOT\sequence\PME6_decoy\current 
4. Copy the fasta files in each folder: PME6_decoy.fasta to 

E:\MASCOT\sequence\PME6_decoy\current 
 

Install PME6 database in your local MASCOT server 
1. Go to the main web page in your local MASCOT server (ej: http://procyon.cnb.csic.es/mascot/) 

 
2. Click on Configuration Editor 

 
3. Click on Database Maintenance 

http://procyon.cnb.csic.es/mascot/�


 
 

4. We have to add a new database definition for each database, so click on New definition button and 
fill de fields as follows: 

o Name: PME6_decoy 
o Path: E:\MASCOT\sequence\PME6_decoy\current\*.fasta 
o Local ref file: No selected 
o Taxonomy: --- None --- 
o Rule to parse accession string from Fasta file: You have to select a rule like this: ">\([^|]*\)" 

 If you don’t have this rule in your rule list: 
 Click on “Edit parse rules” button 
 Click on “Add new rule” button 
 Paste ">\([^|]*\)" in the last rule field, the one that is empty. 
 Click on “Return to database definitions” button. 

o Rule to parse description string from Fasta file: You have to select a rule like this: ">[^ ]* 
\(.*\)" 
 If you don’t have this rule in your rule list, proceed as in previous section to add this 

new rule. 
o Rule to parse accession string from local reference file: ---no local reference file--- 
o Host: www.expasy.org 

http://www.expasy.org/�


o Port:80  
o Path: /cgi-bin/get-sprot-raw.pl?#ACCESSION# 
o Rule: "\(.*\)" (proceed as in previous sections if you don’t have this rule in your rule list). 

 
 

5. Click on “Test this definition” to test the parse rules. You have to obtain a result like this: 
 



 
6. Click on “Return to database definitions”. If you have obtained some error, or the Accession column 

has captured any other data, please review the parse rules again. It is important that all 
laboratories capture the Accession of each protein as you can see in previous figure (P00883, 
P00489, …). 

7. Click on “APPLY” button to save changes. 
8. You will obtain this screen if all is OK: 

 
9. Click on Database Status to see how the database is being installed automatically by MASCOT: 
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