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Proteomics: New insights into rheumatic diseases
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osteoarthritis:
imbalance of cartilage matrix turnover
by chondrocytes
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Differential Proteome of Articular Chondrocytes From Patients with Osteoarthritis
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Average ratio p-value

Cytoskeletal binding

protein
Destrin (actin depolymerizing
factor) -4,05 0,000011
Cofilin 1 (non-muscle), isoform
CRA c -4,34 0,00051
Cofilin 2 (muscle), isoform CRA_d 1.31 0.035
Gelsolin-like capping protein 1.81 0.037
LIM and SH3 protein 1 1.27 0.037
Annexin A2 isoform 2 1.27 0.037
Glycolysis
Phosphoglycerate mutase 1 1.27 0.0057

Chain A, Human Muscle L-Lactate
Dehydrogenase M Chain, Ternary -1.29 0.0052
Complex With Nadh And Oxamate

Protein folding

Heat shock 10kDa protein 1

(chaperonin 10), isoform CRA_a 1.26 0.033
GRP78 precursor -1.44 0.00015
Endopl;tsmlc reticulum protein 29 138 0.011
isoform 1 precursor
Endopeptidase
Cathepsin D, Chain B -1.92 0.018
Proteasome
Proteasome beta 9 subunit isoform 1.43 0.0069
2 proprotein
Proteasome activator hPA28
subunit beta -1.32 0.038
Eukaryotic translation initiation 125 0.024

factor 4H isoform 2

Table 2. Functional classification of the main differential proteins discussed in this report




of components of the pathway. [8] Many viruses have evolved soplasticated strategies
to exploit the UPP for thewr own purposes. In a previous study [9] i wlhach we
analyvzed differential proteome composition of chondrocytes m OA using the DIGE
approach, two out of the 27 changed protems were associated with the proteasome:

PEMBY. which 1s a component of the proteasome., and the proteasome activator PAZE.

Several previous reports have shown that virns-mediated oncolysis [10]. and wviral
infections that induce type I interferon [11] are able to upregulate the expression of
PA2E. Another protemn that was found be deregulated m OA was the eukarvotic
translation mitiatron factor 4H isoform 2 (WEBSCRIL., also known as eIlFAH). elF4H
interacts with Vhs, a 58-kKDa polyvpeptide encoded by the viral TTL41 open reading

frame, which is a minor strectural component of HSWV virions. [12] Vhs induces

degradation of host mRMNAs and causes the termunation of most host protemn synthesis.

mRMNA [13] Taken together, these observations emphasize the need to study the role

of many vimises, which have been demonstrated to utilize or manipulate the UUPP, in

patients with O

Rheumatol Int (2009) 29:969-972
DOI 10.1007/s00296-000-0891-x
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The ubiquitin—proteasome pathway and viral infections
in articular cartilage of patients with osteoarthritis
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