An introduction to sequence databases - Practicals

Exercise 1
Human erythropoietin (EPO) using different search pages
Find, if it exists, one entry corresponding to human erythropoietin protein sequence in UniProtKB using 


- NCBI entrez http://www.ncbi.nlm.nih.gov/sites/gquery?itool=toolbar

- UniProtKB http://uniprot.org/

- SRS EBI http://srs.ebi.ac.uk 
Exercise 2
- By using the ID mapping tool  provided by UniProt, find the corresponding GI (GenInfo identifier) number(s) for the human erythropoietin UniProtKB entry

- Find the UniProtKB/Swiss-Prot entry corresponding to the RefSeq entry NP_036231

- Compare the entry content between UniProtKB/Swiss-Prot and RefSeq.

Exercise 3
- Do a Blast at ExPASy with the human erythropoietin protein sequence against UniProtKB 

(limit to human)

How many distinct human erythropoietin protein sequences do you get ?

- Do the same, but at NCBI against NCBInr database (limit to human)
How many distinct human erythropoietin protein sequences do you get ?

Exercise 4
- How many protein sequences called Ken and Barbie are found in UniProtKB ?

Look at entry O77459 at UniProt

Look at the history of the entry: at what date was the sequence integrated in UniProtKB/Swiss-Prot
Compare last two versions of the entry in the database
- How many 'protein sequences' called Ken and Barbie are found in NCBInr ?

Look at entry O77459 at NCBI

Exercise 5
Different looks and tools for a same entry depending on the server...

Starting with the UniProt server (http://uniprot.org/):

a. Look for the amino acid sequence of human carbonic anhydrase 2.

b. Get the corresponding nucleic acid entries in EMBL and GenBank: try to find a nucleic acid sequence derived from genomic DNA sequencing and another one derived from cDNA sequencing.

c. From the UniProtKB/Swiss-Prot entry, look at the data available for the variant Pro-92 and in particular to its position in the 3D structure (Use the “Astex viewer”).

Starting with the NCBI server  (http://www.ncbi.nlm.nih.gov/):

a. Look for the amino acid sequence of human carbonic anhydrase 2 using ENTREZ protein at the NCBI server.

b. Find the UniProtKB/Swiss-Prot entry and as above:

     - Get the corresponding nucleic acid entries in EMBL and GenBank.

     - Find the data available for the variant Pro-92.

